Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.048; wR factor = 0.139; data-to-parameter ratio = 15.7.
Hydrogen-bond geometry (Å , ) .
Cg3 is the centroid of the C13-C18 ring.
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA C7-H7AÁ Á ÁO2 i 0.97 2.50 3.402 (4) 155 C9-H9AÁ Á ÁCg3 ii 0.97 2.67 3.613 (2) 165
Symmetry codes: (i) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 ; (ii) x; y À 1; z.
Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 2012); software used to prepare material for publication: SHELXL97.
MS acknowledges the HEC Pakistan for providing a PhD fellowship and the University of Sargodha for the X-ray diffraction facility.
The dihedral angle between the C1-C6 and C13-C18 aromatic rings is 6.68 (15)° and the C10=N2-N3=C11 torsion angle is 177.98 (19)°. The conformation of the C1/C6/C9/C10/N1/S1 thiazine ring is an envelope, with the S atom displaced by 0.802 (2) Å from the mean plane of the other five atoms (r.m.s. deviation = 0.022 Å). A very similar conformation was observed in a related structure (Shafiq et al., 2013) . Atoms C7 and C8 in (I) are displaced from the mean plane of the thiazine ring by -0.416 (5) and 0.704 (6) Å, respectively.
In the crystal, the moelcules are linked by C-H···O interactions (Table 1 ) to generate C(5) chains propagating in the b axis direction. A weak C-H···π interaction to the C13-C18 ring also occurs (Table 1) .
Experimental 4-Hydrazinylidene-1-ethyl-3H-2?6,1-benzothiazine-2,2-dione (Shafiq et al., 2011b) was reacted with para-methyl acetophenone according to literature procedure (Shafiq, et al., 2011a) . The product obtained was re-crystallized from ethyl acetate solution to yield yellow prisms.
Refinement
The H atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and refined as riding. The methyl group was allowed to rotate, but not to tip, to best fit the electron density. The constraint U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C) was applied. The molecular structure of (I), showing displacement ellipsoids at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (3) C19-H19C 0.9600 C9-S1 1.742 (2) S1-O1 1.4135 (19) C9-H9A 0.9700 S1-O2 1.4233 (17) C9-H9B 0.9700 S1-N1 1.643 (2) C10-N2 1.282 (3) N2-N3 1.397 (2) sup-7
Computing details

1-Ethyl-4-{2-[1-(4-methylphenyl)ethylidene]hydrazinylidene}-3,4-dihydro-1H-2λ 6 ,1-benzothiazine-2,2-dione
w = 1/[σ 2 (F o 2 ) + (0.0649P) 2 + 0.6783P] where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.45 e Å −3 Δρ min = −0.40 e Å −3
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
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Hydrogen-bond geometry (Å, º) Cg3 is the centroid of the C13-C18 ring. Symmetry codes: (i) −x+1/2, y−1/2, −z+1/2; (ii) x, y−1, z.
